SEQUBMCS IiISriNO 



<110> INNATS eSARKR S.A.S. 
UNI VERS ITA DI GENOVA 

<120> "Movei. triggeeiag receptor iavolvsd in natural 

cytotoxicity mediaced by htatan ^fatural Killer cell* and 
antibodies chat identify tbe sazae" 

<130> 3Sd-rR-10€0 

<140> 
<141> 



<160> 13; 

1 

<170> Pateatin v«r. 2.1 



<210> 1 : 
<r21l> 67 « 
<212> DNf 



<213> Huiaan UK cell 



<4oo> 1 : 

cctccctcct 
gacarggcct 
tgggcgtccc 
tccttcaattj 
gtggtt^dag 
cttgcttcftt 
ggrccatgscg 
g^gaatgggi 
ctcctcctttc 
gtctatticc 
ccccgaggrg 
tctgccceac 



ccacccagac 
ggatgctgtt 
agccccctga 
ccagccaagg 
ggaaggaggt 
cccgtttcet 
ccagcatcta 
ctcggctggt 
gggctggact 
agggcaaatg 
tgattccaga 
caet 



ctcactgctc 
gctcatcttg 
gattcgtacc 
gagactggcc 
gaggaatgga 
ccatgaccac 
cgcgtgcaga 
ggtggagaaa 
ctatgctgtc 
ccactgtcac 
gcccagatgt 



agatcccctt 
ataatggrcc 
ctggaaggat 
attggctccg 
accccagagt 
caggctgagc 
gcggaggtac 
gaacatcctc 
agctttctct 
atgggaacac 
ccstagtcct 



cgccaactgg 
atccaggacc 
cctctgcctc 
tcacgtggct 
tsaggggccg 
tgcacatscg 
tgggcctcgg 
agctaggggc 
ctgtggccgt 
actgceactc 
cttcaaaaga 



gacatcttcc 60 
ctgtgctctc 120 
cctgccctgc ISO 
ccgagatgag 240 
cctggcccca 300 
ggacgtgcga 3S0 
tgtsgggaca 420 
tggtacagtc 480 
gggcagcacG 540 
ctcagatggg 600 
ccccaacaaa 660 
674 



<210> 2;' 

<211> i$a 
<212> P(^T 

<213> Hteman NK cell 
<400> 2 

Met Ala, Trp Mec Leu Leu te-a lie Leu He Het Val His Pro Sly Ser 



teu fep Val S<sr Gin Pro Pro ©iw Xle Arg Thr Leu <Slu Gly 



I""""" MIMiHillllllll, 



Ser sec Ml a ?hc Lea ?ro Cya Ser she Asa Ala See Sla Gly Arg Iftu 

35 40 45 



Ala lie Siy 3er Vai Thj Trp ?lie Arg Asp Glu val Vai ?to Gly I.yS 
Sa 53 SO 



Slu Val As? Asn Sly the Pro Slu ?he Aeg «ly Arg Leu Ala ?ro Zev, 



Ala Ser 3er Arg Pbe Leu His Asp His Sin Ala 3lu X>eu Hxs £le Arg 



Asp Val Arg Sly His Asp Ala Ser Ila Tyr Val Cys Arg val Glu val 
100 lOS ILC 

leu Gly teu Sly Val Gly The Gly A»n Gly Thr Arg Lau val Vai Glu 

115 120 I2S 

Lys Glu Sis Pro Gin r.eu Gly Ala Sly Thr Val leu Leu Leu Arg Ala 
130 133 140 

<a,y Phe tyr Ala Val Ser She Leu Ser Val Ala Val Gly Ser Thr Val 
145 130 155 ISO 

Tyr Tyc Gin Sly Lys Cys His Cys His itot Sly Thr His Cys ais Ser 
155 172 X-S 

Ser Asp iGly Pro Arg Gly val lie Pro Glu ?ro Arg Cys Pro 
180 135 130 



<210> 3 ; 
<211> 1^ 
<212> ?RT 

<213> Riiaan NK cell 
<400> 3 

Met Ala Trp Met Leu Leu Leu He Leu He Met Vai Kia Pro Gly Ser 
15 13 15 

cys Ala, 



<210> 4| 
<211> 1^0 
<212> PRT 

2 



<2J.3> Kuaum NK cftll 
<400> 4 

I^u Tcp Vai Ser Sin ?co Pro Qlu lie Acq Thr tec SXu Sly 3er Ser 
1 ' 5 10 15 

Ala eha l,eu Pro cyar 3«r ?he Asti Aia Ser Sla Sly Arj Leu Rta lie 

20 25 30 

(5ly Ser Val Thr Trp Phe Arg Aap Slu Val val ?co Siy Lys Slu val 
•35 40 45 

Arf Asn Sly the Pro slu ?he Aeg Sly Arg Lea Ala Pea Zeu Ala Sec 
50 55 60 

Ser Arg ?he Leu Kis As? Hia Sin. Ala aiu Leu His He Arg Asp vai 
S3 70 7S SO 

Aeg Sly 3i3 Aap Ala See lie Tye Vai cys Arg val Slu val Leu Sly 
85 90 95 

Leu (Sly Val Sly The Sly Aan Sly Thr Arg Leu Val Val Slu Lys Slu 
IQO 105 110 

aia Pro Cln Lau sly Ala sly Thr 
115 120 



<210> 3 
<211> 1? 
<212> PStT 

<213> Hutnan NK ceU 
<400> 5 ■ 

Val Leu Leu Leu Arg Ala Sly Phe Tye Ala Val See Phe Leu Ser Val 
is' XO 13 



<:210> € 
<211> 33 
<212> PBT 

<213> Hianan NK cell 



<400> sf 

See Thrl Val Tyt Tys Sin Sly Lys Cys fti» Cys Kis Met Sly The His 



Cys aia S«r Ser Asp Gly Pro Arg <Jly val lie Pro Slu Pro Arg Cys 
20 25 30 



<210> 7 
<211> 13 
<212> ?JW( 

<Z13> Artificial Sequence 
<220> • 

<223> Description o£ Artificzal Sequence: peptide derived 
from natural sequence, useful for antiaenan 
prcduccioa 

<400> 7 

Trp val Ser Gin Pro Pro Glu lie Arg Thr lieu Glu Gly Ser Cys 

i I 5 10 15 



<210> 8 
<211> 40, 

<2i2> mth 

<213> Ar:tificial Sequence 
<220> 

<223> Description of Artifxcial Sequence: up primer for 
NI^30 COMA pro]»e of for Nl^30 cDMA anplificacion 

<400> d 

cagggcatct cgagtttccg acatgqcctf gatgctgrtcg 

<210> 9 
<21I> 40 
<212> DJfA 

<213> Artificial Sequence 
<220> 

<223> DescriptiSR of Artificial Sequence: down primer for 
NKt30 CDNA probe aa5>lirication 

<400> 9- 

gactag^tc cgcacgtgta ccagccccta gctgaggatg 



<210> 10 
<2I1> 421 
<212> DMA' 
<213> HUffl&n ^ cell 

<400> 10 

ctcccracafcg gcctggatgc tstcgctcac cttgatcatg gtcsatccag gatcccgtgc 60 
tccctgggtg tcccagcccc ctgagatccg taccctggaa ggaccctctg ccttcctgcc 120 
stgsccccw aatgccagcc aagggagact ggccattggc cccgtcacgt ggttcsgaga 130 
tgaggtggtx ccagggaagg aggtgaggaa tggaaeccca gagctcaggg gccgcctggc 240 
cceacttgct tctccecgtt tcctccatga csaccaggct gagctgcaca tccgggacgt 300 
gcgaggccit gacgecagca tctacgtgcg cagagtggag gtgctgggcc ttggtgccgg 360 
gacagggaac gggacccggs tggtggcgga gaaagaacat scccagccag gggctggtac 420 
a 421 

,f1 

S <210> 11 i 
<211> 22 I 
ff: <212> DKft I 
'h <213> ArclCieial sagusnce i 



<220> 

<223> Description of Artificial Sequeacerdawn priaer for 
NKp30 COMA aajaliflcacion 

<400?- 11 

gaectattgg ggtctcttga ag 22 

<210> 12 
<211> 60.6 
<212> DMA 

<213> Human NK cell 
<40Q> 12 

ttccgacatg gcccggatgc cgttgctcat ertgatcatg gtccatccag gatcctgtgc 60 
tctcrgggtg tcccagcccc ctgagattcg taccctggaa ggatcctctg ccttcctgcc 120 
ctgctccttc aatgccagcc aagggagact ggccattggc tsegtcacgt ggttccgaga 130 
tgaggcggtt ccagggaagg aggegaggaa tggaaeccca gagttcaggg gccgcctggc 240 
cccactcgct ccttcccgtt tcctccatga ccaccaggct gagctgcaca tccgggacgt 300 
gcgaggc^at gacgecagca tctacgtgtg cagagtggag gtgctgggcc ttggcgccgg 360 
gacagggfat gggactcggc tggcggtgga gaaagaacat cctcagctag gggctggtac 420 
agtcctcctc cttcgggctg gattctatgc tgtcagcttt ctctctgcgg ccgtgggcag 480 
eaccgtctat taccagggca aatgccactg tcacatggga acacactgcc actcctcaga 540 
tgggccccga ggrgtgattc sagagcccag atgtccctag tcctctccaa aagaccccaa SOO 
caaatc 606 

<210> 13 
<2H> 573 
<212> DMA 



* i 
) 

<213> HuBiia MK ceil 
<400> 13 ■ 

at^gcctgga tgctgttgct sacattgatc atggtccatc cagrgatcscg tgctctctgg 60 
gtgtcccagc cccctgagat ccgtaccctg gaag^atcct stgccttccc gccctgcrcc 120 
ttcaacgcca gccaagggag accggccact ggctccycca cgtggttccg agacgaggtg 180 
gtcccagg^ aggaggtgag gaatggaacc ecagagttca ggggeegect ggeeeeacst 240 
gestcccccfc gtttcctcca tgaccaccag gctgagccgc acatccggga cgtgcgaggc 300 
cacgacgec^ gcatctacgt gcgcagagtg gaggtgctgg gccctggt.gr cgggacaggg 360 
aacgggactje ggctggtggt ggagaaagaa catcctcagc taggggccgg tacagtcctc 420 
ctccctcgg'g ctggattcta tgctgccagc cttctctctg tggccgtggg sagcaccgtc 480 
cactaesa^g gcaaaegcca ctgtcacatg ggaacacact jccactcctc a^acgg^csc 340 
cgaggrgtga tcccagagcc cagatgtccc tag 



